Figure S1. pdb structure of myoglobin and carbonic anhydrase Figure S2. Mass spectrum of denatured myoglobin (apo-) protein spot sampled with 2.5% ammonium hydroxide. Resultant deconvoluted mass of apo-and holo-myoglobin.
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Direct infusion electrospray MS of carbonic anhydrase
Direct infusion electrospray of bovine carbonic anhydrase was performed on an Orbitrap Elite (Thermo Fisher Scientific, Bremen, Germany) mass spectrometer coupled to an Advion TriVersa NanoMate. The instrument was operated at an automatic gain control of 1 × 10 6 charges in full-scan mode, at 250°C source temperature, at 25-30 % RF voltage, 5 microscans, 1000 msec injection time, and 120, 000 resolution power. Data were acquired in triplicate in the 200-4000 m/z mass range. The Triversa NanoMate parameters were as described in the main body of text. All spectra were exported as tab delimited text files and deconvolved with MagTran. 1 S-7 Experimental CCSN2→He values were determined on a Synapt G2 S instrument in 25 mM NH4OAc at pH 7.0, n=3. Note that literature CCSs obtained on the modified Synapt G2 instrument represent absolute CCS in He because in that set up the TWIM cell was replaced with a radio frequency-confining drift cell 6 . 
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